
 

 

 

  
Hello everyone, 

I’m not sure what happened to the end of 2022 (!), but in any event here is our first CSDB newsletter of 
2022/23. This semester promises to be a busy and exciting one, with our graduate student steering committee 
members being hard at work organizing student-invited seminars. We had some great talks from our own John 
Calarco and Rajan Jain (U Penn) to close out 2022, with lively discussion at the post-seminar student pub 
events. We have upcoming talks from Jeff Biernaskie (February 23rd), Lisa Julian (March 29th) and Armen 
Saghatelyan (April 27th) to look forward to, as well as a talk from Sara Nunes de Vasconcelos next week 
(February 8th). Watch for the flyers and announcements! 

Our annual Old Mill Retreat is scheduled for May 30th, featuring a keynote address from Janet Rossant. On a 
related note, the Great Lakes Developmental Biology meeting will be held in Toronto June 28th -29th , with  
FREE registration. A big thanks to Jonathan Palozzi, Zaleena Akheralie and Charlotte Martin for all their work 
organizing the seminars, in particular for student invited talks. They will be polling students for a fresh list of 
faculty to invite for a seminar and visit – please respond with great suggestions! 

A reminder that I am aiming to incorporate postdoctoral researchers into our program – please encourage 
postdocs in your lab to contact Cindy and join our e-mail list. I would like to develop events where postdocs 
take leadership roles AND get to bolster their “teaching” portfolio at the same time. This will add to a regular, 
monthly series of events we are developing for 2023/24. 

In other news, a big thanks to Jeffrey Stulberg and Rodrigo Fernandez Gonzalez for running our first student 
grant competition. And congratulations to Matthew Chang (Protze lab) and Esra Erkut (Scott lab) for their 
winning proposal on modeling non-coding congenital heart disease mutations in a human gastruloid model. 
Hopefully, the prize will help support some exciting research! We will be evaluating this first iteration of the 
grant competition and hopefully will be trying for something bigger and better in the future. 

In the past few months Sally Kim (PhD, Jurisicova lab) and Mengyi Song (PhD, Scott lab) have graduated from 
the program. Congratulations, and all the best on your next endeavours! A warm welcome to new members of 
CSDB: Ran Xu (MSc, Ciruna lab), Brook Falk (PhD, Brill lab), Byrn Martin (MSc, Ramalho-Santos lab), Marynell 
Icmat (PhD, Brill lab),  Jevithen Nehru (MSc, Saltzman lab), Zhuyi Wang (PhD, Smibert lab),  Katerina 
Kiriakopulos (PhD, Maass lab) and Maria Fahim (MSc, Scott lab); and our newest faculty members - Shinichiro 
Ogawa (LMP), Michael Wilson  (MoGen) and Sara Nunes de Vasconcelos (IBBME, LMP). 

Best, 

Ian 

PS – a special thanks to Charlotte Martin for putting together this month’s featured interview of our CSDB alum 
Mengyi Song and Xuefei Yuan. 
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CSDB ALUMNI INTERVIEW with Dr. Mengyi Song and Dr. Xuefei Yuan   
 
I interviewed Dr. Mengyi (Candy) Song, and Dr. Xuefei Yuan about the process of  
writing and publishing their recent article “GATA4/5/6 family transcription factors  
are conserved determinants of cardiac versus pharyngeal mesoderm fate” published 
 in Science Advances in March 2022. They are both recent graduates from CSDB and  
were co-supervised by Dr. Ian Scott and Dr. Michael Wilson.  
 
Charlotte: Can you briefly summarize the article? 

 

Mengyi (Candy): Broadly speaking our paper is about transcription factors and cell  
fate. In particular, we are looking the GATA transcription factors in zebrafish. They 
 are named GATA since their binding motifs are G-A-T-A. We are looking at these  
transcription factors and how they guide the mesendoderm cells to a cardiac fate.  

 

Charlotte: Was there a result that you found most interesting or exciting when you were analyzing the data that you 
wanted to highlight in the article? 

 

Xuefei: One of the things I found most interesting was when we first got the single-cell data and did some basic analysis to 
get an idea what happened when the embryos lost gata5/6. Previously, in zebrafish and even other vertebrates gata5/6 
were mainly linked to cardiac development within the mesoderm. However, we noticed there were so many other 
mesodermal lineages that were labelled by gata5/6 expression early on. Also, when we compared cell composition between 
wildtype and gata5 knockdown embryos they displayed a quite dramatic reduction of many mesodermal lineages. For 
example, blood, pharyngeal and kidney populations. Which was surprising to us.   
 

Charlotte: Are there any results that you couldn’t include that you wish people were able to hear about? 
 

Candy:  Xuefei kind of got into this question already when she mentioned the blood lineage. That is something we are 
working on right now and is going to be another paper. Previously, our plan was to combine all different lineages into one 
paper, but we discovered it was probably too much. So, we decided to split the paper into two.  
 

Charlotte: Was this your first “first author” article? If you had previous publications with smaller contributions how was 
this process different? 
 

Candy: It is a different scenario for both of us. This was my first “first author” paper but previously, I was also involved in a 
paper that was Xuefei’s main project. When I came into the lab that project was almost ready to be published but there 
were still some experiments that needed to be done. Xuefei planned all the work and I mostly just followed along. Which is 
a bit different than this one. I got the opportunity to make part of the figures for her paper, but I didn’t really go through 
the entire editorial process. For example, writing the rebuttal letter. However, for this one since we were co-first authors, I 
was involved in everything from the very beginning. Writing the paper, editing the paper with our PIs Ian and Mike and 
writing a rebuttal letter. 
 
Charlotte: Anything you wanted to add Xuefei? 
 

  Xuefei: Just briefly, this is my second “first author” paper and I would say it feels really nice when you have a partner in 
crime, a real collaborator. Who you can share both the frustrations as well as the excitement and have discussions with. 
Candy did a lot of work for this paper, and it felt nice to have her, compared to my first paper which I finished mostly by 
myself. 

 
Candy: I just wanted to add a little bit on that. As Xuefei mentioned it was really nice to have a collaborator. It was nice to 
have the feeling that you have someone that is doing the same thing as you and that you have each other’s back. Because 
if you are working on your own sometimes there is stuff that you have to troubleshoot or you may have a really frustrating 
day and you don’t have anyone to share it with. Though it’s not nice to share these negative thoughts and energy, it’s nice 
to have someone to talk things out with.  

 
 
 
 
 

 

 

 



 

   

 

Charlotte: How long was the process from initial writing to final publication? 
 

Candy: I would say probably two years. What do you think Xuefei?  
 

Xuefei:  Yes, I briefly checked the dates in our shared drop box, and I think our first version that we gave to our PIs was 
in May of 2020. Then our first submission was December 2020. We submitted to Nature Cell Biology, but we didn’t pass 
the editors and then we immediately submitted it to Science Advances in December/January. Then we can talk about 
this later, but they gave us a very long list of revisions plus there was COVID. So, our resubmission was in October of 
2021. Then final acceptance in 2022. Once it was accepted there was a lot of editorial stuff, which can be surprising if it 
is your first paper. I think Candy did most of that. Finally, it was published in March 2022. 
 
Charlotte: What is the editorial stuff? I’ve never heard of that. Is it formatting and such? 
 

Candy: Yes, mostly. The most painful thing was that the journal had a limit for the number of references you can cite, 
and we had to cutdown a lot of references and make some tough choices.  
 

Charlotte: Since, you brought it up, what was the review process like? Did they ask for many changes or additional 
experiments? 
 

Xuefei: I would say it was a relatively long revision. The review document we got was quite long and we had four 
reviewers compared to three, which is more common. Each one of them gave us a list of comments and there was not 
much overlap. We had to add a lot of new data into our revision, including the ATAC-seq data which was not in the 
paper before. Although, we had done that experiment in parallel, we hadn’t added it. Since, I had already left the lab at 
that time, Candy did most of the experiments they asked for to get the paper published.  
 

Charlotte: That is interesting because I liked the ATAC-seq data, that was something I found very interesting. 
 

Candy:  There was also a second round of revisions, though it was shorter. I don’t know if that is common since  it was 
my first paper.  
 

Charlotte: Is there any other part of the process that surprised you or took longer than expected? 
 

Candy: The second review schedule was very tight. It came right before Christmas, and they asked for a 3-week 
turnaround. Of course, you can ask for an extension, but I thought the time was tight. 
 

Charlotte: You already mentioned this briefly but how did you choose which journal submit to?  
 

Candy: Our first choice was Nature Cell Biology but because we didn’t pass the editors, we switched to Science 
Advances. In terms of which journal to submit to, we had both read a lot of relevant papers in these journals. Also, we 
discussed it with our supervisors, since they have a better idea of which one to target. 
 

Xuefei: We were also inspired that the journal had previously published similar work. For example, Nature Cell Biology 
published our collaborators work, the single-cell lineage comparison from Lionel Christiaen’s lab. We also considered 
the audience of the potential journals. It’s better if your work is published by a journal that can help your paper reach 
the right people, who will be really interested in your work. Also, the reputation of the journal and that kind of stuff.  
 
Charlotte: Final question, is there anything you which you had known at the beginning before starting to 
write/publish? Or any advice to your past self or people in the process right now? 
 
Candy: That is hard question. I kind of wish that I had known everything, but I guess it is really a process that you have 
experience for yourself. So, that you can really know how it works.  
 
Xuefei: If I could give any advice, it’s that the process will always take longer then you expect. So, just try not to be 
frustrated by this prospect. 
 
Candy: You actually reminded me of those days. I feel like if I were to say something I would say, “just hang in there”. 
You always feel that there is no end, but you just have to do things step by step and eventually you will get there. You 
just have to believe that.  

*This interview was edited for length and clarity. Charlotte Martin 
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